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RAP (Os ID) Annotation B monihe 20 moms m?:;l»c pivey aponseto, esponseto Transport
CML16 (Calmodul Sensor protein 16) 05 o 7 7
050190738400 Zinc finger CCGH type faiy protein 04 v
050290527300 Hist-type DNA-binding domain containing protein 05
050290710300 Helix-loop-helix DNA-binding domain containing protein 03
050390140200 Cytochiome P450 86A1, putative 02
050390267800 Glycosyltianserase family 43 protein 02
050390836200 Glycine-tich RNA-binding protein 7 06
o CML22 (Calmodui sensor protein 22) 04 y v p v v
050690639500 Protein kinase domain containing protein 03 y v p v
050990442100 Tytosine protein kinase domain containing protein 04 v
050990474800 Phosphatidylinositol 3- and 4-kinase family protein 04 v v
050090528700 Cytochiome P450 02
051090572300 Leucine rich repeat containing protein 03 v v
051190151600  Nucampholin o 3

051190704700 RNA recognition motif containing protein
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050590460000 DnaK family protein 04 v
051190106400  Ubiquitin-activating enzyme 02

050190135800  Hsp20ralpha crystallin family protein 03 03

05030157600 Hsp20lalpha crystallin family protein 03

05030245800  Hsp20lalpha crystallin family protein 04

05030267000 Hsp20ralpha crystallin family protein 02 v v

05030594900  Gytochrome P450, putative 05 v

050490445100  Hsp20lalpha crystallin family protein 03 v

050490511200~ Caleosin related protein, putative 04

050190902700 ~ Peptide transporter PTR2 03 v v
05020626400 Phenylalanine ammonia-lyase 04

o NADP-dependent 04

050490518400 Phenylalanine ammonia-lyase 06

050190253300  Importin subunit alpha 03 v
050290788800 Transmembrane amino acid transportef protein 03 v
05030742800  Protein ransport protein Sec238 05 v
05030751600  Anther-specific proline-Tich protein APG precursor 02 v
050490201500  Amino acid transporter protein 04 v
050990444700 _ Mitochondrial carrier protein 05 v
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