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Results Shown Filtered hy Validation Category: valid
Data Directory: msdataSM\CRL10/090526BSA10F1
hit table read - SpecFeatures read
valid hits read from tagSummary file - Files: 54 Hits: 170
beginning to assemble proteins ... proteins assembled 0.020905 sec
proteins filtered by unique peptides 0.00655 sec
proteins filtered by score
calculated protein coverage maps 0.071782 sec
beginning to rall up proteins into groups ... . proteins rolled up into groups 0.00262 sec
protein groups ready for display
proteinGroupingMethod: oneSharedPeptide 1 Proteins listed

Distinct Distinct Mean
Group Spectra Peptides Summed % AR Peptide Protein MW Protein Species Database Protein Name
#) #) Iﬁ MS/MS Search Coverage Spectral {Da) pl I Accession # ¢
' Score Intensity
1 s | EIR 49048 49 (345007 B92989 532 BOVIN PO2769 [Serum abumin OS=Bos taurus GN=ALE PE=T Sv=4
Totals: 54 31

1 WEWYTFISLL  LLFSSAYSEG ~ YFREDTHESE  IAHRFEDLGE EHFEGLYLI& FSQYLOQCPF  DEHYELYNEL TEFAKTCYAD &0

41 ESHAGCEESL HTLFGDELCE VYASLRETYGD MADCCEEQEFP ERNECFLSHE DDSPDLPELE PDPNTLCDEF KADEEEFYGE 160
161 YLYEIARRHF YFYAPELLYY ANKYNGYFOE CCOAEDEGAC LLPKIETMRE  KYLASSARDR  LRCASIOEFG  ERALKAWSYA 240
241 BLSOKFPKAE  FYEVTELYTD  LTEYHEECCH GDLLECADDR ADLAKYICDN ODTISSELEKE CCDEPLLEES HCIAEYEEDA 320
321 [PEWLFPLTA  DFAEDKDVCK  NYOEAKDAFL  GSFLYEYSER HPEYAYSYLL RLAKEYEATL EECCAKDDPH ACYSTYFDEL 400
401 EHLYDEPRNL IEGNCDOFEE LGEYGFOMAL IYRYTREYPR Y¥STPTLYEYS RSLGEYGTRC CTKPESERMP  CTEDYLSLIL 480
451 NELCYLHEKT  PYSEKYTKCC TESLYNRRPC FSALTPDETY Y¥PEAFDEKLF TFHADICTLP DTEKQIKEOT ALYELLEHKP 560
561 KATEEQLKETY  MEWFVYAFYDE  CCAADDEEAC FAYEGPELYY STOTALA 607

The matched peptides cover 49% (299/B607 AA'S) of the protein.
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