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MRSA (n=417)
=05 1 2 4 8 16 =32[|suM(%)
ABPC/SBT| 12 26 127 199 225 396 14| 100.0
CEZ 07 96 146 62 177 55 456 100.0
cMZ 00 00 38 209 118 206 429| 100.0
CFPN 00 02 82 134 177 118 487 100.0
IPM 549 12 12 14 19 132 261| 100.0
GM %9 17 07 02 14 86 504| 1000
ABK 614 302 72 05 05 02 00| 1000
MINO 573 05 05 17 103 290 0.7 100.0
VCM 374 6L9 07 00 00 00 00| 100.0
DAP 971 29 00 00 00 00 00 100.0
<5 10 20 40 8 160 =320
ST 90 02 00 07 00 00 00| 1000
<025 05 1 2 4 8 =16
CLDM R4 17 14 14 07 00 624] 1000
LVFX 132 17 00 17 197 209 429 100.0
<1 2 4 8 16 =32
TEIC 978 14 07 00 00 00 1000
LZD 784 211 05 00 00 00| 100.0
=2 4 8 =16
MPIPC 77 38 120 765 100.0
CFX 00 00 125 875 100.0
MSSA (n=689)
=05 1 2 4 8 16 =32[suM(%;
ABPC/SBT| 675 203 118 03 00 00 03] 1000
CEZ %1 33 04 00 00 00 01| 1000
cmz 07 97 61 03 00 01 00| 1000
CFPN 151 819 30 00 00 00 00| 1000
IPM 1000 00 00 00 00 00 00| 100.0
GM 763 17 01 32 44 30 112| 1000
ABK 884 99 16 01 00 00 00| 1000
MINO 984 01 00 01 04 09 00| 1000
VCM 538 457 04 00 00 00 00| 100.0
DAP 983 15 03 00 00 00 00/ 100.0
<5 10 20 40 8 160 =320
ST 987 09 01 01 01 00 00 100.0
<025 05 1 2 4 8 =16
CLDM %1 04 01 00 00 03 30 1000
LVFX 701 131 35 15 52 52 15| 100.0
<1 2 4 8 16 =3
TEIC 99 01 00 00 00 00 1000
LZD 538 460 01 00 00 00| 100.0
=2 4 8 =16
MPIPC 1000 00 00 00 100.0
CFX 756 244 00 00 100.0
Staphylococcus epidermidis (n=287)
=0.5 1 2 4 8 16 =32|SUM (%)
ABPC/SBT| 272 223 272 94 63 77 00| 1000
CEZ 230 321 268 73 31 10 66| 100.0
cMmz 14 63 94 254 331 125 118 100.0
CFPN 209 125 265 195 63 38 105| 100.0
IPM 749 49 10 35 28 45 84| 1000
GM 408 03 10 31 94 118 334/ 1000
ABK 794 167 38 00 00 00 00| 100.0
MINO 948 03 00 00 07 42 00| 100.0
VCM 24 634 341 00 00 00 00| 100.0
DAP %2 35 03 00 00 00 00| 100.0
=5 10 20 40 80 160 =320
ST 707 14 03 21 167 56 31| 1000
<025 05 1 2 4 8 =16
CLDM 714 07 07 03 00 00 268 1000
LVFX 247 21 03 63 39 157 150| 100.0
<1 2 4 8 16 =32
TEIC 348 157 254 199 42 00| 100.0
LZD 983 17 00 00 00 00 1000
<2 4 8 =16
MPIPC 474 153 84 289 100.0
CFX 143 115 345 397 100.0
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Enterococcus faecalis  (n=410)
=025 05 1 2 =4 SUM (%),
PCG | 00 05 44 729 222 00 00| 100.0
<1 2 4 8 16 3R =64
PIPC/TAZ] 22 688 280 07 02 00 00| 100.0
<025 05 1 2 4 8 =16
ABPC 02 100 8.7 80 00 00 00| 100.0
ABPC/SBT| 05 102 8.7 76 00 00 00| 100.0
TFLX 808 44 05 00 00 00 54 1000
LVFX 00 156 702 85 02 00 54| 100.0
<05 1 2 4 8 16 =32
IPM 439 59 32 00 00 00 00| 1000
MEPM 00 34 261 580 105 20 00| 100.0
GM 00 15 29 207 422 39 288 100.0
ABK 00 00 15 24 76 324 561 100.0
MINO 249 02 05 54 354 337 00| 100.0
LZD 20 495 483 00 02 00 00| 100.0
<1 2 4 8 16 232
VCM 8.7 183 00 00 00 00| 100.0
TEIC 000 00 00 00 00 00] 100.0
DAP 978 20 02 00 00 00| 1000
Enterococcus faecium  (n=136)
=025 05 1 2 24 SUM (%)
PCG [ 00 00 07 29 93 00 00 1000
<1 2 4 8 16 3R =64
PIPC/TAZ] 07 00 15 29 37 37 875 1000
<025 05 1 2 4 8 =16
ABPC 00 15 29 44 00 37 875 1000
ABPC/SBT| 00 15 29 44 00 37 875 100.0
TFLX 51 15 81 15 00 00 838 1000
LVFX 07 00 44 110 00 00 838 1000
<05 1 2 4 8 16 =3
IPM 15 00 44 29 07 29 875 1000
MEPM 00 07 07 00 29 44 912 1000
GM 00 00 169 449 140 59 184| 1000
ABK 00 00 22 221 412 132 21.3[ 1000
MINO 221 07 125 162 353 132 00| 100.0
LZD 15 463 522 00 00 00 00| 1000
<1 2 4 8 16 =32
VCM 946 08 00 47 00 00[ 1000
TEIC 974 29 00 00 00 00| 1000
DAP 235 551 184 29 00 0.0 100.0
Streptococcus pneumoniae (n=51)
=006 012 025 05 1 2 =4 |SUM (%)
PCG 549 00 196 39 176 39 00 | 100.0
<025 05 1 2 4 8 216
ABPC 585 151 57 170 38 00 0.0 | 1000
ABPC/SBT| 60.4 151 57 170 1.9 00 00 | 100.0
CTM 642 57 132 94 75 00 00 | 1000
CTX 774 189 19 19 00 00 00 | 1000
CFPM 755 151 75 19 00 00 00 | 1000
czopP 06 75 19 00 00 00 00 | 1000
CDTR 585 302 94 19 00 00 00 | 1000
IPM 000 00 00 00 00 00 00 | 1000
MEPM 25 75 00 00 00 00 00 | 1000
CLDM 604 19 19 00 00 19 340 | 1000
TFLX 38 132 774 19 19 00 19 [ 100.0
LVFX %2 19 00 00 00 00 19 | 1000
<05 1 2 4 8 6 232
GM 00 00 94 151 453 283 19 [ 100.0
MINO 283 132 170 283 132 00 0.0 | 100.0
<025 05 1 2 4 =8
CAM 264 113 208 132 38 245 100.0
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Haemophilus influenzae (n=82)

=006 012 025 05 1 2 =4 |SUM (%)

PCG 24 00 73 49 37 268 549 | 1000 Haemophilus influenzae (n=82)

=025 05 1 2 4 8 =16

ABPC 1153 47 200 29 116 24 71 | 1000 xac [
ABPC/SBT| 153 35 212 353 212 35 0.0 100.0

Y 12 106 94 188 1290 7.1 400 | 1000 asecser
CTX 294 565 141 00 0.0 0.0 0.0 100.0
CFPM | 176 24 00 59 24 506 12 | 1000  ox D
CzOP 98.8 12 0.0 0.0 0.0 0.0 0.0 100.0
CDTR 212 106 553 129 00 00 00 | 1000 crem N
IPM 294 388 141 47 7.1 5.9 0.0 100.0
MEPM | 988 12 00 00 00 00 00 | 1000 v I
CLDM 0.0 35 12 82 259 341 27.1 | 100.0
TFLX %5 00 35 00 00 00 00 | 1000 wmerv
LVFX 965 0.0 2.4 1.2 0.0 0.0 0.0 100.0
=05 1 2 4 8 16 =3 wix
GM 188 482 329 00 0.0 0.0 0.0 100.0
MINO 98.8 1.2 0.0 0.0 0.0 0.0 0.0 100.0 0 10 20 30 40 50 60 70 80 %0 100
<025 05 1 2 4 =8 us ml mR (%)
CAM 3.5 0.0 0.0 153 424 3838 100.0
Escherichia coli (non ESBL) (n=402)
=2 4 8 16 32 64 =128 SUM (%)
PIPC/TAZ] 881 72 22 05 02 05 12] 1000 oo .
=05 1 > 2 s 16 = Escherichia coli (non ESBL) (n=403)
ABPC/SBT 0.0 6.2 429 129 132 156 9.2| 100.0
CEZ 35 494 243 7.2 6.0 3.2 6.2| 99.8 PP,/ T/ Z
CTRX 97.5 0.2 0.2 0.5 0.5 0.2 0.7| 100.0 /ABPC,/S BT s
CAZ 94.3 2.2 0.7 0.2 0.7 0.7 1.0 100.0 CEZ
CFPM 99.3 0.0 0.7 0.0 0.0 0.0 0.0{ 100.0 CT R X
CmMz 488 31.6 9.2 515 12 15 2.2| 100.0 (C/AZ
FMOX 95.3 17 0.7 0.0 0.0 0.7 1.5 100.0 CIV1Z
FRPM 719 216 5.0 1.0 0.5 0.0 0.0[ 100.0 1PV
IPM 100.0 0.0 0.0 0.0 0.0 0.0 0.0] 100.0 IVEE PV
MEPM 1000 00 00 00 00 00 0.0 100.0 CIFDIN
=0.25 0.5 i 2 4 8 =216 LV X
CFDN 818 60 30 1.0 40 15 27| 100.0 ST
CFPN 545 308 80 40 05 12 1.0 100.0 GV
LVFX 58.1 9.9 4.2 0.0 1.7 8.7 17.4| 100.0 o 10 2 30 2 . 0 . 80 % 100
=5 10 20 40 80 160 =320 (%)
ST | 806 12 00 02 00 00 17.9] 100.0
=1 2 4 8 16 =3 msmiER
GM [ 893 12 07 00 10 7.7] 1000
Escherichia coli (ESBL+) (n=204)
=2 4 8 16 32 64 =128 SUM (%)
PIPC/TAZ| 691 176 10 05 05 25 88[ 1000 oo .
<05 1 ) 2 8 16 >3 Escherichia coli (ESBL+) (n=204)
ABPC/SBT 0.0 0.0 05 172 186 309 32.8| 100.0
CEZ 0.0 0.0 0.0 0.0 0.0 0.0 100.0| 100.0 PIPC/T/AZ
CTRX 0.0 0.0 0.0 0.0 1.5 108 87.7| 100.0 /ABIP C,/S BT
CAZ 74 123 225 270 16.2 8.8 5.9 100.0 Iz
CFPM 1.0 83 240 240 147 6.9 21.1] 100.0 T R
CMZ 98 441 230 132 6.4 0.5 2.9| 100.0 CAZ
FMOX 931 29 05 20 15 00 00f 100.0 CIVIZ
FRPM 328 500 132 25 15 00 0.0f 100.0 111V
IPM 1000 00 00 00 00 00 00f 100.0 IVAE P11
MEPM 100.0 0.0 0.0 0.0 0.0 0.0 0.0[ 100.0 CEDN
=025 05 1 2 4 8 =16 LV/FX 5
CFDN 00 00 00 00 00 00 100.0f 100.0 ST
CFPN 00 00 00 00 10 64 926 100.0 GV
LVFX 5.9 9.3 2.0 1.0 49 240 52.9| 100.0
=5 0 20 0 80 160 =320 0 10 20 30 40 50 60 70 80 90 (1;3
ST [ 387 69 20 00 05 00 520[ 100.0
=1 2 4 8 16 =3 s |IER
GM [ 745 00 05 54 93 103 100.0




Klebsiella pneumoniae  (n=262)

=2 4 8 16 32 64 =128 SUM (%)

PIPCTAZ] 721 88 80 61 00 11 38 1000 K. pneumoniae (n=262)

=05 1 2 4 8 16 =232

ABPCISBT] 00 19 199 448 88 115  13.0] 100.0 PP/ TAZ
CEZ 4.6 62.5 11.1 5.7 1.5 0.4 14.2( 100, 0| ABPC/S BT —
CTRX 87 08 15 04 00 08 118 100.0 CEZ
CAZ 83 15 04 15 50 11 61 1000 TR
CFPM 866 11 04 04 42 19 53 1000 CAZ
CMz 62.8 16.1 31 6.9 5.4 15 4.2 100.0 oz
FMOX 93.9 0.8 0.4 11 15 15 0.8 100.0
FRPM 76.7 50 9.2 5.0 23 0.0 1.9 100.0 IPM T —
IPM 992 04 04 00 0.0 0.0 0.0 100.0|  VEPIVI
MEPM 92 04 00 04 00 00 0.0 100.0 CF DIN
=025 05 1 2 4 8 =16 LV X
CFDN 77.0 31 5.4 0.8 0.0 0.0 13.8| 100.0 -
CFPN 559 19.2 1.1 27 6.9 1.1 13.0] 100.0
LVEX 679 141 65 04 31 57 23| 1000 GV
=5 10 20 40 80 160 =320 0 10 20 30 40 50 60 70 80 %0 100
ST | 679 23 73 27 04 00 195[ 100.0 us mlmR (%)
=1 2 4 8 16 =32
GM [ 905 08 00 04 27 57] 100.0

Klebsiella oxytoca (n=111)

=2 4 8 16 32 64 =128 SUM (%)
PIPCTAZ| 568 63 99 00 00 00 27.0[ 1000 K. oxytoca (n=111)
=05 1 2 4 8 16 =32
ABPC/SBT 09 0.0 27 145 33.6 17.3  30.9] 100.0| PIPC/TAZ e —
CEZ 0.0 36 100 209 145 164  34.5| 100.0| ABPC/SET N
CTRX 703 18 54 81 27 27 90| 100.0 CEZ S s
CAZ B39 185 27 18 72 00 09 1000 CTRX
CFPM 73.9 8.1 45 5.4 0.0 0.9 7.2 100.0
Mz T L T i e CAZ
FMOX 91.9 0.9 0.0 0.0 6.3 0.0 0.9] 100.0 CIVIZ
FRPM 604 279 27 18 63 00 09 1000 1PV
IPM 91 00 10 10 00 00 00] 100.0 IV PV
MEPM 981 00 00 00 00 10 10| 10001 (rin s s
=0.25 0.5 1 2 4 8 =16 LVEX
CFDN 685 18 00 63 72 27 135 100.0 T —
CFPN M1 117 72 234 18 09 108l 1000 ST
LVEX 847 18 00 00 45 81 09| 1000 GV
=5 10 20 40 80 160 =320 0 10 20 30 40 50 60 70 80 90 100
ST [ 37 09 00 00 00 00 54 100.0 (%)
<1 2 4 8 16 =32 mS EIAR
GM [ 955 27 09 09 00 0.0] 100.0

Enterobacter spp (n=238)

=2 4 8 16 32 64 =128 SUM (%)

PIPCTAZ| 672 92 50 38 59 29 59 1000 Enterobacter spp (n=238)

=05 1 2 4 8 16 =32

ABPCISBT] 00 13 21 59 197 231 47.9] 100.0] PIPC/TAZ e
CEZ 00 04 21 25 17 2.9  90.3| 100.0| ABPC/SET I
CTRX 732 54 21 50 25 29 88| 1000 CEZ
CAZ 685 21 34 25 25 76 134 1000 CTRX
CFPM 84 20 38 33 21 08 17) 1000 CAZ
CMz 0.4 0.4 0.4 13 0.8 25 941 100.0
EMOX 88 46 71 88 88 150 487 100.0 CIVIZ
FRPM 159 230 318 188 59 17 29| 1000 1PV
IPM 855 141 00 00 0.0 0.0  0.4| 100.0|  MEPIVI
MEPM 98.7 0.0 09 00 0.0 0.0 0.4 100.0 CF DN
=025 05 1 2 4 8 216 L VX
CFDN 134 8.8 9.7 130 5.9 1.3 47.9( 100.0 st
CFPN 181 420 8.4 3.8 29 21 22.7( 100.0
LVEX 861 38 13 25 13 04 46| 1000 GV
=5 10 20 40 80 160 =320 0 10 20 30 40 50 60 70 80 90 100
ST | 849 38 08 08 04 00 9.2 100.0 .S ml mR (%)
=1 2 4 8 16 =32
GM [ %83 04 00 04 00 0.8 100.0




Pseudomonas aeruginosa (n=641)
=2 4 8 16 32 64 =128 SUM (%)
PIPCITAZ| 304 339 119 101 28 22 87 100.0
<05 1 2 4 8 16 =32
CPZ/SBT 19 19 69 465 162 153 11.4] 1000
CAZ 41 275 371 122 59 30 103| 100.0
CFPM 61 268 204 239 117 66 45| 100.0
czop 326 201 162 153 48 55 55| 100.0
IPM 167 482 92 27 70 103 59| 1000
MEPM 666 59 48 51 62 64 48 1000
BIPM 630 105 28 42 72 66 58| 1000
DRPM 697 48 59 100 37 36 22| 1000
MINO 05 09 16 76 320 300 27.5/ 100.0
AZT 34 37 126 432 134 98 137 100.0
<025 05 1 2 4 8 =16
CPFX 604 148 97 66 33 25 28| 1000
TFLX 599 136 83 86 25 09 62| 1000
LVFX 100 359 206 114 106 53 62| 100.0
<1 2 4 8 16 =32
GM [ 704 229 39 16 06 06 [ 100.0
<1 2 4 8 16 32 =64
AMK [ 200 457 228 70 28 08 09 1000
Stenotrophomonas maltophilia (n=239)
=2 4 8 16 32 64 =128 SUM (%)
PIPCITAZ] 00 04 59 109 117 142 569 100.0
<05 1 2 4 8 16 =32
CPZ/SBT 00 00 88 151 172 201 389 100.0
CAZ 13 21 79 84 100 134 569| 1000
CFPM 00 04 17 25 113 331 5L0[ 100.0
czop 00 08 13 04 04 13 958 100.0
IPM 00 13 00 00 00 00 987 100.0
MEPM 13 04 00 04 17 42 921 1000
BIPM 04 08 00 00 04 00 983 100.0
DRPM 13 00 04 00 00 00 983 100.0
MINO 707 109 75 88 21 00 00[ 1000
AZT 08 00 08 04 04 08 967 100.0
<025 05 1 2 4 8 =16
CPFX 04 13 146 247 100 59 431] 1000
TFLX 318 146 63 209 92 88 84| 1000
LVFX 08 163 238 100 105 234 151| 100.0
<1 2 4 8 16 =32
GM [ 33 75 100 63 129 600 [ 100.0
<1 2 4 8 16 32 =64
AMK [ o0 13 33 33 84 159 67.8] 100.0
Acinetobacter baumannii complex  (n=73)
=2 4 8 16 32 64 =128 SUM(%
PIPC/TAZ] 808 68 27 27 14 14  41] 100.0
<05 1 2 4 8 16 =3
CPZ/SBT | 562 274 68 41 14 14 27| 1000
CAZ 14 260 301 315 55 00 55/ 100.0
CFPM 315 329 219 27 41 14 55 1000
czop 753 110 41 27 14 14 41| 1000
IPM 959 27 14 00 00 00 00| 1000
MEPM 945 41 14 00 00 00 00 1000
BIPM 973 14 14 00 00 00 00 1000
DRPM 973 27 00 00 00 00 00 1000
MINO 932 14 27 14 14 00 00[ 1000
AZT 14 00 27 110 315 301 233 100.0
<025 05 1 2 4 8 =16
CPFX 890 68 27 00 00 00 14| 1000
TFLX 986 00 00 00 00 00 14 1000
LVFX 932 55 00 00 00 14 00 1000
<1 2 4 8 16 =3
GM [ 59 27 00 00 00 14 [ 100.0
<1 2 4 8 16 32 =64
AMK [ 384 507 82 14 00 00 14] 1000
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